Figure 1A 
Human Ep endymi n 

1 CCACGCGTCCGGAAAACCGAAGCGGCAGAAGGCAGTGGCAGCAGGCAGTGGCCCAGGCAG 6 0 

6 1 AAATAGCTCCCGCGCGATTCACTGGAGCCTTCCCCGGGCCCTGGTCCCGGCTACCGGGAC 12 0 

121 ' TCGCGCGTCCGGATCTCAAAAGCGGCAGAGGCCACCGAAGGGACA.GGAAGCACTTTGGTC 130 

131 CAGACCACACTCCCGGCACAGTGCGGAAAGAGCCGGCGGGAGCCACTCTGATCCCGGACG 24 0 

241 CCTCAGCGCCCCCTTGGGCTTGGGCTTGCCCTCGGGCCGGGGAAGGCTGACCGCGATGCC 3 00 

1 M P_ 2 

3 01 AGGACGCGCTCCCCTCCGCACCGTCCCGGGCGCCCTGGGTGCCTGGCTGCTGGGCGGCCT 3 60 

3 GRAPLRTVPGALGAWLLGGL 22 

CD-I 

3 61 CTGGGCCTGGACCCTGTGCGGCCTGTGCAGCCTGGGGGCGGTGGGAGCCCCGCGCCCGTG 42 0 
23 WAW TLCGLCSLGAVG A P R P c 42 

CD " X CD^li 

4 21 CCAGGCGCCGCAGCAGTGGGAGGGGCGCCAGGTTATGTACCAGCAAAGTAGCGGGCGCAA 4 8 0 
43 Q A P Q Q WEGRQVMYQQSSGRN 62 

CS-XX 

4 81 CAGCCGCGCCCTGCTCTCCTACGACGGGCTCAACCAGCGCGTGCGGGTGCTGGACGAGAG 54 0 

63 S R A L L SYDGLNQRVR V L D E R 82 

CD- III 

541 GAAGGCGCTGATCCCCTGCAAGAGATTATTTGAATATATTT TGCTGTATAAGGATGGAGT 60 0 

83 KALI PCKRLFEYILLYKD G V 102 

CD-IV 

601 GATGTTTCAGATTGACCAAGCCACCAAGCAGTGCTCAAAGATGACCCTGACACAGCCCTG ' 660 

103 M F 2 1 D Q A T K Q C -S' K M T L T Q P W 12? 
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6 61 GGATCCTCTTGACATTCCTCAAAACTCCACCTTTGAAGACCAGTACTCCATTGGGGGGCC 72 0 
123 ° P LDIPQK ST-FEDQYSTnnp 142 

CD-VT 

721 TCAGGAGCAGATCACCGTCCAGGAGTGGTCGGACAGAAAGTCAGCTAGATCCTATGAAAC 7 8 0 

143 OEQtTV OEWSDR KSARSYET 162 

CD-VXX 

#. 

7 81 ctggattggcatctatacagtcaaggattgctatcctgtccaggaaacctttaccat aaa 84 0 
163 wig iytvkdcypvoetft i * n 182 

cd-vxtx 

841 CTACAGTGTGATATTGTCTACGCGGTTTTTTGACATCCAGCTGGGTATTAAAGACCCCTC 900 

183 Y S V 1 h S . T R F F D I Q L G I K D P S 202 



Figure IB 
Human Ependyinin 

9 01 GGTGTTTACCCCTCCAAGCACGTGC CAGATGGC C CAACTGGAGAAGATGAGCGAAGACTG 960 
203 V ^TPPSTCOM AOLSKM^Pn c 222 

CD-X 



9 61 CTCCTGGTGAGCCTGTGCATAGGGAAGCGGCAGCATCGGATGTCAGCCCCCTGCGGCCCC 
2 2 3 S W 



1020 
224 



10 21 AGCTGGAGATGGATATGAGACTAGTCAAGATGTGAATGCTAATTGGAGAGAAATATAATT 10 80 

10 81 TTAGGAAGATGCACATTGATGTGGGGTTTTGATGTGTCTGATTTTGACTACTCAAGCTCT 114 0 

1141 GTTTACAGAAGAAAATTGAATGGCGAGGGTGTGGCCATATGAACTGACTAGATGGCTAAT 12 0 0 

12 01 ATGGACACTTTGGGTATTTCTAATGCCTGTTCAGGGCTGGTTTTCTGCATGCACGGGTAT 12 60 

12 61 ACACATAATGC AGTGC CATGCACATAGGGAAGGGT C AGT AAGAGAAGTTTGC CTTGGCAG 13 20 

13 21 CAAGTATTTATTGTTGACATTATTCAGAATTAGTGATAATAAAAAGCAGAGTGATTTTGG 13 80 
13 8 1 TCAATTTTATTATTAATTCTTAAATTCCCTGCAGAGAATGCCCCCTTTATTGCTGCACCA 144 0 
1441 GGGTGGGCATTGCTCCCACTGAGCC CTACTCCACCCTGTCCCTGCACTCCCTTGGTTGCC 150 0 
15 01 AAAAAAATGAT AACTTAAATC C CTTC CAGACTT AAG AATTTT ATGG CATGGC C CAATT G A 1560 

15 61 • TATAAACATTTAGAAGGAAATGAAAAGCTAAAATAGGAAGTAATTATTCCTCTAAAGAAA 162 0 
1621 CATTTTGAGCAAGGCAGTTTAGAGAATCCTAATGTCTACACTGGCATAGCACGAGCCATG 168 0 

16 31 TAAGCTTCTTTTTTTTCTATGCAAGAGTATTGATGTATGTGCTGAATCTTCACAGACTTG 17-4 0 
1741 T CAATACACAGG C AGTATT CTAAAATAGCACTGAACAGGGAGT CAGGAGACTATTGT CTC 18 0 0 
18 01 CTAAACCCAGGACTAGAGTTCCCTCGTACTGTCACTCCTTTGGTCATTAAATGCACTGGG 1860 
18 61 CTTGCCCGCACTTTGGCCTTCCTAGAACGCTGCTTCATAACCTCTCTGTCTGACTTCTGC 192 0 
1921 ATCTCCTTCCAGGTCAGCTCATTCACAAGAGTTGCTCCCAAGCCTGGATGAGTTGCACCT 198 0 



Figure 1C 
Human Ependymin 

1981 TGCATCTTGAGCATGCATTTCTCACAATAATTATTAAGCTGTGTGATAATTTCTGCTTTC 2 04 0 

2 041 AGGACACTCATCCATTATCTTGGCTGTGAGCTCCTTGGGTACGGGTACCTTGTATGTTTA 210 0 

2101 ATTTTATATCC CTAGCACAAAGCAAGTGC CTGGCACATAGTCAGTGC C CT AAGTATTTGT 2160 

2161 AGAGTGAAGAATGCCAGCCTCTCTTGTCCCTGGTTTCCTTATGTGTTGAATGTGGTTGAG 22 2 0 

2221 TTTGT C C ATTGCTAGGGAGAGACTT C CAGTAATAAAATTTACTATTCTAGATGCTT CTAC 22 8 0 

2 2 31 'TGTTATGTTTTATCTGCCCATTTATCTTTCTTAGTTACCAGGAGAAATGTGTGACACCTA 2 3 4 0 

23 41 TATTATAATGAAAACAATCTTATTACTTATAGTTTATCTATATTAAACAAATTTAATTGC 24 0 0 

24 01 ATTTAAAGCATTCTTTGATATTGTTGCTTTTGCAATAAATATGGATAATCTTGGTTATAA 2 4 60 
24 61 GGGAGTTAAAACAATGCTGTAATA^A^^^AGTGTTTCATGTGATCAAAAAAAAAAAAAAA 2 52 0 
2521 AAAAA 2525 



Figure 2 

Human Ependymin vs. Zebrafish Ependymin 

Percent Similarity: 36.813 Percent Identity: 22.527 
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Figure 4 

Protein Analysis of Human Ependymin 
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■ Alpha. Regions - Garnier-Robson 

■ Alpha. Regions - Chou-Fasman 
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a Hydrophilicity Plot - Kyte-Doolittle 

□ Hydrophobicity Plot - Hopp-Woods 

■ Alpha, Amphipathtc Regions - Eisenberg 
I Beta, Amphipathic Regions - Eisenberg 



-r—TJ 1 D-O — Q- □ Flexible Regions - Karplus-Schulz 



□ Antigenic Index - Jameson-Wolf 



□ Surface Probability Plot - Emini 



